PENTR1A
FKBP12DD
C-term.
2624 bp
(w350-2)
Addgene #17413

Comment s for pPENTR 1A FKBP12DD C-term 2624 nucleotides

rrrB T1 transcription termination sequence: bases 106-149
rrB T2 transcription termination sequence: bases 281-308
attL1:bases 358-457 (complementary strand)

Multiple cloning site (MCS): bases 457-523

FKBP12DD (L106P) domain: 524-847

attL2:bases 853-953

Kanamycin resistance gene: bases 1075-1884
pUC origin: bases 1949-2621

Drai Xmn i Sali Hincll Bam HI Kpn i Eco RI Not |

I I
TT'A AAG GlAA CCA ATT CAGI TClG ACT GGA TCC GGT ACC GlAA TTC GdG GCC GCA
AAT TTC CTT GGT TAA CTC AGC TGA CCT AGG CCA TCG CTT AAG CGC CGG CGT
Xho | Eco RV Xbal

I I \
CTC GAG ATATCT AGA ACCCAGCTTTCTTGTACAAA
GAG CTC TAT AGA TCT L106P L TGGGTCGAAAGAACATGTTT

Recommended E.coli strain for propagation: TOP10F’ under kanamycin selection.

NOTE: The position of the genetic elements are approximative.
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